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3 <110> APPLICANT: Li, Martha 

4 Rupnow, Brent A. 

5 Webster, Kevin R. 

6 Jackson, Donald 

7 Wong, Tai W. 

9 <120> TITLE OF INVENTION: BIOMARKERS OF CYCL IN -DEPENDENT KINASE MODULATION 
11 <130> FILE REFERENCE: D0310 PCT 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/567,867 
C--> 13 <141> CURRENT FILING DATE: 2006-01-27 

13 <150> PRIOR APPLICATION NUMBER: US 60/490,890 

14 <151> PRIOR FILING DATE: 2003-07-29 
16 <160> NUMBER OF SEQ ID NOS : 2786 
18 <170> SOFTWARE: Patentin version 3.2 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 666 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 

25 <400> SEQUENCE: 1 

26 gcaggcttgg ctgcgccctc tcgcgccgca cgctctgcgg gttcctccct tcttccgagc 60 
28 ctctcctctg gccgccgcgc gggagagagg ccgagatggc agatgagatt gccaaggctc 120 
30 aggtcgctcg gcctggtggc gacacgatct ttgggaagat catccgcaag gaaataccag 180 
32 ccaaaatcat ttttgaggat gaccggtgcc ttgctttcca tgacatttcc cctcaagcac 240 
34 caacacattt tctggtgata cccaagaaac atatatccca gatttctgtg gcagaagatg 300 
36 atgatgaaag tcttcttgga cacttaatga ttgttggcaa gaaatgtgct gctgatctgg 360 
3 8 gcctgaataa gggttatcga atggtggtga atgaaggttc agatggtgga cagtctgtct 42 0 
40 atcacgttca tctccatgtt cttggaggtc ggcaaatgca ttggcctcct ggttaagcac 480 
42 gttttgggga taattttctc ttctttaggc aatgattaag ttaggcaatt tccagtatgt 540 
44 taagtaacac acttattttt gcctgtgtat ggagagattc aagaaataat tttaaaaccg 600 
46 catacataat aaaagacatt gttgcatggc ttgtaaaaaa aaaaaaaaaa aaaaaaaaaa 660 
48 aaaaaa 666 

51 <210> SEQ ID NO: 2 

52 <211> LENGTH: 126 

53 <212> TYPE: PRT 

54 <213> ORGANISM: Homo sapiens 
56 <400> SEQUENCE: 2 

58 Met Ala Asp Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp 

59 1 5 10 15 

62 Thr He Phe Gly Lys He He Arg Lys Glu He Pro Ala Lys He He 

63 20 25 30 

66 Phe Glu Asp Asp Arg Cys Leu Ala Phe His Asp He Ser Pro Gin Ala 

67 35 40 45 

70 Pro Thr His Phe Leu Val He Pro Lys Lys His He Ser Gin He Ser 

71 50 55 60 
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74 Val Ala Glu Asp Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val 

75 65 70 75 80 

78 Gly Lys Lys Cys Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met 

79 85 90 95 

82 Val Val Asn Glu Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His 

83 100 105 110 

86 Leu His Val Leu Gly Gly Arg Gin Met His Trp Pro Pro Gly 

87 115 120 125 

90 <210> SEQ ID NO: 3 

91 <211> LENGTH: 4244 

92 <212> TYPE: DNA 

93 <213> ORGANISM: Homo sapiens 

95 <400> SEQUENCE: 3 

96 ggtctcacca tggagcggaa agtgcttgcg ctccaggccc gaaagaaaag gaccaaggcc 60 
98 aagaaggaca aagcccaaag gaaatctgaa actcagcacc gaggctctgc tccccactct 120 
100 gagagtgatc taccagagca ggaagaggag attctgggat ctgatgatga tgagcaagaa 180 
102 gatcctaatg attattgtaa aggaggttat catcttgtga aaattggaga tctattcaat 240 
104 gggagatacc atgtgatccg aaagttaggc tggggacact tttcaacagt atggttatca 300 
106 tgggatattc aggggaagaa atttgtggca atgaaagtag ttaaaagtgc tgaacattac 360 
108 actgaaacag cactagatga aatccggttg ctgaagtcag ttcgcaattc agaccctaat 420 
110 gatccaaata gagaaatggt tgttcaacta ctagatgact ttaaaatatc aggagttaat 480 
112 ggaacacata tctgcatggt atttgaagtt ttggggcatc atctgctcaa gtggatcatc 540 
114 aaatccaatt atcaggggct tccactgcct tgtgtcaaaa aaattattca gcaagtgtta 600 
116 cagggtcttg attatttaca taccaagtgc cgtatcatcc acactgacat taaaccagag 660 
118 aacatcttat tgtcagtgaa tgagcagtac attcggaggc tggctgcaga agcaacagaa 720 
120 tggcagcgat ctggagctcc tccgccttcc ggatctgcag tcagtactgc tccccagcct 780 
122 aaaccagctg acaaaatgtc aaagaataag aagaagaaat tgaagaagaa gcagaagcgc 840 
124 caggcagaat tactagagaa gcgaatgcag gaaattgagg aaatggagaa agagtcgggc 900 
126 cctgggcaaa aaagaccaaa caagcaagaa gaatcagaga gtcctgttga aagacccttg 960 
12 8 aaagagaacc cacctaataa aatgacccaa gaaaaacttg aagagtcaag taccattggc 1020 
130 caggatcaaa cgcttatgga acgtgataca gagggtggtg cagcagaaat taattgcaat 1080 
132 ggagtgattg aagtcattaa ttatactcag aacagtaata atgaaacatt gagacataaa 1140 
134 gaggatctac ataatgctaa tgactgtgat gtccaaaatt tgaatcagga atctagtttc 1200 
136 ctaagctccc aaaatggaga cagcagcaca tctcaagaaa cagactcttg tacacctata 1260 
138 acatctgagg tgtcagacac catggtgtgc cagtcttcct caactgtagg tcagtcattc 1320 
140 agtgaacaac acattagcca acttcaagaa agcattcggg cagagatacc ctgtgaagat 1380 
142 gaacaagagc aagaacataa cggaccactg gacaacaaag gaaaatccac ggctggaaat 1440 
144 tttcttgtta atccccttga gccaaaaaat gcagaaaagc tcaaggtgaa gattgctgac 1500 
146 cttggaaatg cttgttggca caaacatttc actgaagata ttcaaacaag gcaatatcgt 1560 
148 tccttggaag ttctaatcgg atctggctat aatacccctg ctgacatttg gagcacggca 1620 
150 tgcatggcct ttgaactggc cacaggtgac tatttgtttg aacctcattc aggggaagag 1680 
152 tacactcgag atgaagatca cattgcattg atcatagaac ttctggggaa ggtgcctcgc 1740 
154 aagctcattg tggcaggaaa atattccaag gaatttttca ccaaaaaagg tgacctgaaa 1800 
156 catatcacga agctgaaacc ttggggcctt tttgaggttc tagtggagaa gtatgagtgg 1860 
158 tcgcaggaag aggcagctgg cttcacagat ttcttactgc ccatgttgga gctgatccct 1920 
160 gagaagagag ccactgccgc cgagtgtctc cggcaccctt ggcttaactc ctaagcccct 1980 
162 gcccagcacc acagcagaga tcacacactg accctccgcc cttccccttc aagcattttc 2 040 
164 ctcttccctt ttcagggtga agctcttcct tcaagagttt ctagatcttg tttttttttt 2100 
166 aatccaacat gttcatttgg gtttgcttac ttgaccctgt ggagatcccc acagccattg 2160 
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168 ggcatcctag gtgaatttgg ccttggttgg gctctgccaa agactaatgg actaaaatgt 

170 gaaacagcct cttgccctgt acctttcctt cccattagga catcctttaa attataagca 

172 tcctttttga aaagagctat gaaggtgtat gagcccatcc ttttattcat tgactctaag 

174 agtcaaattt tctagtgcat atcctattgc cagcataagg atgaggaggg ggaaagggtc 

176 ttaattctat gtacagcaga gacattaaac ttgctgtgtc cgggctgcat catcttcctg 

178 gactgtttct gttgttctct gtgttcacat tttttcctgc aacttttaag ctactgtctt 

180 ttttaaatag ctatatgaac accaaatttg ggtaccattt tatcactgtt caaagcactg 

182 tcaaattcct ttcatccttt aatagttaag atctttgaat cttcagtctg atttttaatg 

184 taagcaaaaa cagaaccatt gaatagtaat ttcttgagaa cctcaggtgt tctataaaca 

186 gtcctttcct gtatgtcttc tattacccta agaccagagt tattttggtt ggttgttttg 

188 ttttattttt tgtttttgta tccatggctg gcactttact cattgcactt gagtttattg 

190 ccccataact aaaggatcag gatgatggta gaacggagat ctgggtttca gagctttccc 

192 atttaagaaa aatagatctt gagattctga ttcttttcca aacagtcccc tgctttcatg 

194 tacagctttt tctttacctt acccaaaatt ctggccttga agcagttttc ctctatggct 

196 ttgcctttct gattttctca gaggctcgag tctttaatat aaccccaaat gaaagaacca 

198 aggggagggg tgggatggca cttttttttg ttggtcttgt tttgttttgt tttttggttg 

200 gttggttcgt tattttttaa gattagccat tctctgctgc tatttcccta cataatgtca 

202 atttttaacc ataattttga catgattgag atgtacttga ggcttttttg ttttaattga 

204 gaaaagactt tgcaattttt tttttaggat gagcctctcc tagacttgac ctagaatatt 

206 acatattcct ccagtaagta atactgaaga gcaaaagaga ggcaggattg gggtcacagc 

208 cgcttcttca gcatggacca agtgggcctt ggggattgca gcgttctcga agtggctgta 

210 ggactcgaat ttacagaaag ccacagaggt gcaacttgag gctctgctag caagccacca 

212 gtgaggctat tgggtaacca cctttctata caggagattg gaatctactt tgtcatttat 

214 ccaccacagt gacaaaggaa aagtggtgcc gttatgcaat ccatttaact cataaacata 

216 ttactctgag taactggcca gccattcatc ggatccttca ttgggtactc ctgaaatcag 

218 acatgttcct gtagaaagaa ttttaagtta ggctttctat gcacctatca agaatcaaga 

220 gaatagattg tatcaaacaa cggcagggaa atccttcagc aattctaatc cactttgggt 

222 tttcagctgt ttttacatct aaagcaatag actagaactg aattatcttc tacatagtaa 

224 aatcacaatt gtggaattac aggaattctg gtgatattaa ggtgaaataa caaaacacaa 

226 aaggccctat tttaacagtt gatgtgacag taagttttaa tagaacctgt aacttcattt 

22 8 tggaaatgct tctccaccaa ataagggctt tttcccctat ttaaggagcc agatggattg 

230 aaagatgtgg aaataggcag ctgtagatct tgatcttcca ggtaccccat gtacctttat 

232 tgagcttaat tataatactg tcaaattgcc acgatctcac taaaggattt ctatttgctg 

2 34 tcagttaaaa ataaagccct aaatacattt ttattctttc tactgagggc attgtctgtt 

236 ttctttgtaa atgccgtaca ataaacaaat tatttaataa ccta 

239 <210> SEQ ID NO: 4 

240 <211> LENGTH: 654 

241 <212> TYPE: PRT 

242 <213> ORGANISM: Homo sapiens 
244 <400> SEQUENCE: 4 

246 Met Glu Arg Lys Val Leu Ala Leu Gin Ala Arg Lys Lys Arg Thr Lys 

247 15 10 15 

250 Ala Lys Lys Asp Lys Ala Gin Arg Lys Ser Glu Thr Gin His Arg Gly 

251 20 25 30 

254 Ser Ala Pro His Ser Glu Ser Asp Leu Pro Glu Gin Glu Glu Glu lie 

255 35 40 45 

258 Leu Gly Ser Asp Asp Asp Glu Gin Glu Asp Pro Asn Asp Tyr Cys Lys 

259 50 55 60 

262 Gly Gly Tyr His Leu Val Lys lie Gly Asp Leu Phe Asn Gly Arg Tyr 



2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4244 
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Pro 


Asn 
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Pro 
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Arg 
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Met 


Val 


279 
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Asp Asp 


Phe 


Lys 


He 


Ser 
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Val 


Asn 
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His 
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150 
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Ser 
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Ser 
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245 
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255 




310 


Pro Lys Pro 
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Asp 


Lys 


Met 


Ser 


Lys 


Asn 
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Leu 


Lys 
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Gin 
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Arg 


Met 


Gin 


Glu 
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Met 


Glu 


Lys 
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Pro 
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Gin 


Lys 


Arg 


Pro 
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319 


290 
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310 
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Thr 


He 
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Gly Gin Asp Gin 


Thr 


Leu 


Met 


Glu 


Arg 


Asp 


Thr 


Glu 


Gly 


Gly 


Ala 


Ala 
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340 
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334 


Glu He Asn Cys 


Asn Gly Val 


He 


Glu 


Val 


He 


Asn 


Tyr 


Thr 


Gin 


Asn 
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360 










365 








338 


Ser Asn Asn 


Glu 


Thr 


Leu 


Arg 


His 


Lys 


Glu 


Asp 


Leu 


His 


Asn 


Ala 


Asn 


339 


370 
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Asp Cys Asp Val 


Gin 


Asn 


Leu 


Asn 


Gin 


Glu 


Ser 


Ser 


Phe 


Leu 


Ser 


Ser 


343 
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346 


Gin Asn Gly Asp 


Ser 


Ser 


Thr 


Ser 


Gin 


Glu 


Thr 


Asp 


Ser 


Cys 


Thr 


Pro 


347 






405 










410 










415 
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He Thr Ser 


Glu 


Val 


Ser Asp 


Thr 


Met 


Val 


Cys 


Gin 


Ser 


Ser 


Ser 


Thr 


351 




420 
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354 


Val Gly Gin Ser 


Phe 


Ser 


Glu 


Gin 


His 


He 


Ser 


Gin 


Leu 


Gin 


Glu 


Ser 


355 
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445 
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He Arg Ala Glu 


He 
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Cys 
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Asp 
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Gin 
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362 Gly Pro Leu Asp Asn Lys Gly Lys Ser Thr 

363 465 470 

366 Asn Pro Leu Glu Pro Lys Asn Ala Glu Lys 

367 485 490 

370 Asp Leu Gly Asn Ala Cys Trp His Lys His 

371 500 505 

374 Thr Arg, Gin Tyr Arg Ser Leu Glu Val Leu 

375 515 520 

378 Thr Pro Ala Asp lie Trp Ser Thr Ala Cys 

379 530 535 

382 Thr Gly Asp Tyr Leu Phe Glu Pro His Ser 

383 545 550 

386 Asp Glu Asp His lie Ala Leu lie lie Glu 

387 565 570 

390 Arg Lys Leu lie Val Ala Gly Lys Tyr Ser 

391 580 585 

394 Lys Gly Asp Leu Lys His lie Thr Lys Leu 

395 595 600 

398 Glu Val Leu Val Glu Lys Tyr Glu Trp Ser 

399 610 615 

402 Phe Thr Asp Phe Leu Leu Pro Met Leu Glu 

403 625 630 

406 Ala Thr Ala Ala Glu Cys Leu Arg His Pro 

407 645 650 

410 <210> SEQ ID NO: 5 

411 <211> LENGTH: 1752 

412 <212> TYPE: DNA 

413 <213> ORGANISM: Homo sapiens 

415 <400> SEQUENCE: 5 

416 cgggggggcc cgaccaccgc ggggccggga cgcgatggcg gcggcagagc ccgcgagctc 60 
418 gggccagcag gcgccggcag ggcaggggca gggccagcgg ccgccgccgc agcctccgca 120 
420 ggcgcaagcc ccgcagccgc ccccgccgcc gcagctcggg ggcgcggggg gcggcagcag 180 
422 caggcacgag aagagcctgg ggctgctcac taccaagttc gtgtcgctgc tgcaggaggc 240 
424 caaggacggc gttctggatc tcaaagcggc tgctgatact ttggctgtga ggcaaaaaag 3 00 
426 gagaatttat gatatcacca atgtcttaga gggaattgac ttgattgaaa aaaagtcaaa 360 
428 aaacagtatc cagtggaaag gtgtaggtgc tggctgtaat actaaagaag tcatagatag 42 0 
43 0 attaagatat cttaaagctg aaattgaaga tctagaactg aaggaaagag aacttgatca 480 
432 gcagaagttg ttgctacagc aaagcatcaa aaatgtgatg gacgattcca ttaataatag 540 
434 attttcctat gtaactcatg aagacatctg taattgcttt aatggtgata cacttttggc 600 
436 cattcaggca ccttctggta cacaactgga ggtacccatt ccagaaatgg gtcagaatgg 660 
438 acaaaagaaa taccagatca atctaaagag tcattcagga cctatccatg tgctgcttat 720 
440 aaataaagag tcgagttcat ctaagcccgt ggtttttcct gttcccccac ctgatgacct 780 
442 cacacagcct tcctcccagt ccttgactcc agtgactcca cagaaatcca gcatggcaac 840 
444 tcaaaatctg cctgagcaac atgtctctga aagaagccag gctctgcagc agacatcagc 900 
446 tacagatata tcttcagcag gatctattag tggagatatc attgatgagt taatgtcttc 960 
448 tgacgtgttt cctctcttaa ggctttctcc taccccggca gatgactaca actttaattt 1020 
450 agatgataac gaaggagttt gtgatctgtt tgatgtccag atactaaatt attagattcc 1080 
452 atggaaactt gggactgtta tctacctcta actgtgtaac attttagact tcttaataac 1140 
454 ctaaatattt aaaataatga atgtaacacc ttttttagtt cactgattct gaagtgttct 1200 



Ala Gly Asn 
475 

Leu Lys Val 

Phe Thr Glu 

lie Gly Ser 
525 

Met Ala Phe 

540 
Gly Glu Glu 
555 

Leu Leu Gly 
Lys Glu Phe 

Lys Pro Trp 

605 

Gin Glu Glu 

620 
Leu lie Pro 
635 

Trp Leu Asn 



Phe Leu Val 

480 

Lys lie Ala 

495 
Asp lie Gin 
510 

Gly Tyr Asn 

Glu Leu Ala 

Tyr Thr Arg 
560 

Lys Val Pro 

575 
Phe Thr Lys 
590 

Gly Leu Phe 

Ala Ala Gly 

Glu Lys Arg 
640 

Ser 
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Pos . 


Seq# 


:452 


' N 


Pos. 


Seq# 


:452 


' N 


Pos. 


Seq# 


:452 


• N 


Pos. 


Seq#:452, 


' N 


Pos. 


Seq# 


:452 


• N 


Pos. 


Seq# 


:452, 


• N 


Pos. 


Seq# 


:452, 


• N 


Pos. 


Seq# 


:452 


• N 


Pos. 


Seq# 


:452 


• N 


Pos. 


Seq# 


:452 


' N 


Pos. 


Seq# 


:452, 


• N 


Pos. 


Seq# 


:452. 


' N 


Pos. 



2478,2502 
9521 

58,103,105,113,123,125, 129,130, 135, 137,170,176,184,220,246 

248,268,273,274,324,342,349,356,389,390,399,407,421,452 

456,464,465,471,472,473,474,4 90,491,492,493,494, 502, 503 

519,522,525,526,527,528,52 9,530,531,532,533,534,535,536 

537,538,539,540,541,542,543,544,545,546,547,548,549,550 

551,552,553,554,555,556,557,558,559,560,561,562,563,564 

565,566,567,568,569,570,571, 572,573,574,575,576,577,578 

579,580,581,586,587,588,589,590,591,592,593,594,595,596 

597,598,599,600,601,602,603,604,605,606,607,608,609,610 

611,612,613,614,615,616,617,618,619,620,621,622,623,624 

625,626,627,628,629,630,631,632,633,634,63 5,636,637, 638 

639,640,641,642,643,644,645,646,647,648,649,650,651,652 

653, 654, 655, 656, 657;658, 659, 660, 661, 662, 663, 664, 665, 666 

667,668,669,670,671,672,673,674,675,676,677,678,679,680 

681, 682, 683,684,685, 686, 687, 688, 689, 690, 691, 692, 693, 694 

695, 6 96, 697,698, 699, 700, 701, 702, 703, 704, 705, 706, 707, 708 

709, 710, 711, 712, 713, 714, 715, 716, 717, 718 , 719 , 720 , 721 , 722 

723,724,725,726,727,728,729,730,731,732,733,734,735,736 

737, 738, 739, 740, 741, 742, 743, 744, 745, 746 , 747 , 748 , 749 , 750 

751, 752, 753, 754, 755, 756, 757, 758, 759, 760 , 761 , 762 , 763 , 764 

765,766,767,768,769,770,771,772,773,774,775,776,777,778 

779, 780,781,782,783,784, 785, 786,787, 788,789,790,791,792 

793,794,795,796,797,798,799,800,801,802,803,804,805,806 

807, 808, 809, 810, 811, 812, 813, 814, 815, 816, 817, 818 

1,12,26,55,61, 83,174,404,467,491,494,536,560,568,588,626 

632,638,643,650,665,672,685,687,694,724,726,733,744,757 

764,785,789,801,808,810,813,824,830,833,836,838,843,853 

854, 870, 872,875, 894, 898, 919, 925 , 928 , 930 , 944 , 947, 962, 964 

972,975 

481 

2,3,4,5, 110, 112, 156, 173, 230,243,251,414,444,471, 
523, 524, 53 0, 538, 543, 544, 550, 555,558, 559, 560, 561, 
564,565,566,567,568,569,570,571,572, 573,574,575, 
578,579,580,581,582,587,588,589,590,591,592,593, 
596,597,598,599,600,601,602,603,604,605,606,607, 
610,611,612,613,614,615,616,617,618,619,620,621, 
624,625,626,627,628,629,630,631,632,633,634,635, 
638,63 9,640,641,642,643,644,645,646,647,648,649, 
652,653,654,655,656,657,658,659,660,661,662,663, 
666,667,668,669,670,671, 672,673,674,675,676,677, 
680, 681, 682, 683, 684, 685, 686, 687, 688, 689, 690, 691, 
694,695,6 96,697,698,699, 700, 701,702,703,704,705, 



473, 
562, 
576, 
594, 
608, 
622, 
636, 
650, 
664, 
678, 
692, 
706, 



522 
563 
577 
595 
609 
623 
637 
651 
665 
679 
693 
707 



file://C:\CRF4\OUTHOLD\VsrJ567867.htm 



2/22/2006 



Page 7 of 10 



RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/567,867 



DATE: 02/22/2006 
TIME: 09:36:59 



Input Set : E:\D0310 PCT sequence li8ting.ST25.txt 
Output Set: N:\CRF4\02222006\J567867.raw 



Seq#:452; N Pos. 708,709,710,711,712,713,714,715 

Seq#:473; N Pos. 2 

Seq#:497; Xaa Pos. 2,4,306 

Seq#:608; N Pos. 2534,2536 

Seq#:661; N Pos. 432,847,904,1401,1600,1631 

Seq#:855; N Pos . 356,408,470 

Seq#:925; N Pos . 2741 

Invalid <213> Response: 

Use o£ "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 2775, 2776, 2777, 2778, 2779, 2780, 2781, 2782, 2783, 2784, 2785 
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VERIFICATION SUMMARY DATE: 02/22/2006 

PATENT APPLICATION: US/10/567,867 TIME: 09:36:59 

Input Set : E:\D0310 PCT sequence li8ting.ST25.txt 
Output Set: N:\CRF4\02222006\J567867.raw 

L:13 M:270 C: Current Application Number differs. Replaced Current Application No 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



L: 


18018 M:341 W: 


(46) "n" or 


"Xaa" 


used, 


£ ^ 
for 


SEQ 


ID# 


: 140 


after 


pos . 


: 2460 


L: 


22598 M:341 W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:178 


after 


pos. 


:9480 


L: 


32319 M:341 W: 


(46) "n" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:265 


after 


pos. 


:0 


M: 
L: 


341 Repeated in 
36738 M:341 W: 


SeqNo=265 
(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:306 


after 


pos - 


:0 


M: 
L: 


341 Repeated in 
47704 M:341 W: 


SeqNo=306 
(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:382 


after 


pos . 


:480 


L: 


55527 M:341 W: 


(46) "n" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:452 


after 


pos. 


:0 


M: 
L: 


341 Repeated in 
57852 M:341 W: 


SeqNo=452 
(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:473 


after 


pos. 


:0 


L: 


61463 M:341 W: 


(46) "n" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:497 


after 


pos. 


:0 


M: 
L: 


341 Repeated in 
76484 M:341 W: 


SeqNo=497 
(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:608 


after 


pos . 


:2520 


L: 


83092 M:341 W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:661 


after 


pos . 


:420 



M: 


341 Repeated 


in 


SeqNo=661 




















L: 


112156 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


855 


after pos. : 


300 


M: 


341 Repeated 


in 


SeqNo=855 




















L: 


122564 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


925 


after pos . : 


2700 


L: 


122828 M:341 


W: 


(46) "n" or 


"Xaa " 


used, 


for 


SEQ 


ID#: 


926 


after pos . : 


896 


L: 


126773 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


963 


after pos . : 


0 


M: 


341 Repeated 


in 


SeqNo=963 




















L: 


127280 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


968 


after pos . : 


360 


M:341 Repeated 


in 


SeqNo=968 




















L: 


165444 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1246 


after 


pos. 


:0 


M: 


341 Repeated 


in 


SeqNo=1246 




















L: 


167989 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1267 


after 


pos. 


:1860 


L: 


171996 M:341 


W: 


(46) "n" or 


VXaa" 


used. 


for 


SEQ 


ID#: 


1313 


after 


pos. 


:0 


L: 


186198 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1427 


after 


pos . 


:4200 


M: 


341 Repeated 


in 


SeqNo=1427 




















L: 


200827 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1476 


after 


pos . 


:52080 


M: 


341 Repeated 


in 


SeqNo=1476 




















L: 


204243 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1480 


after 


pos . 


:18180 


L: 


210786. M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1509 


after 


pos . 


:1980 


L: 


238374 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1699 


after 


pos . 


:0 


M: 


341 Repeated 


in 


SeqNo=1699 




















L: 


248560 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1764 


after 


pos . 


:540 


M: 


341 Repeated 


in 


SeqNo=1764 




















L: 


250747 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1781 


after 


pos . 


:3060 


L: 


251171 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1785 


after 


pos. 


:240 


L: 


256011 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1792 


after 


pos. 


:32 


M: 


341 Repeated 


in 


SeqNo=1792 




















L: 


263695 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1856 


after 


pos. 


:96 


L: 


270359 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1894 


after 


pos. 


:300 


M: 


341 Repeated 


in 


SeqNo=1894 




















L: 


271941 M:341 


W: 


(46) "n" or 


"Xaa" 


used. 


for 


SEQ 


ID#: 


1909 


after 


pos. 


:5880 


M: 


341 Repeated 


in 


SeqNo=1909 
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VERIFICATION SUMMARY DATE: 02/22/2006 

PATENT APPLICATION: US/10/567,867 TIME: 09:36:59 

Input Set : E:\D0310 PCT sequence listing.ST25.txt 
Output Set: N:\CRF4\02222006\J567867.raw 

L:274157 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1917 after pos.:0 

L:294452 M:341 W: (46) "n" or "Xaa" USed, for SEQ ID#:2034 after pos.:0 
M:341 Repeated in SeqNo=2034 

L:297466 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2059 after pos.:0 
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